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» What does NCBI do?

Established in 1988 as a national resource for
molecular biology information, NCEI| creates
public databases, conducts research in
computational biology, develops software
tools for analyzing genome data, and
disseminates biomedical information - all for
the better understanding of molecular
processes affecting human health and
disease ore

GENSAT _ ” D

The GENSAT databass contains images of mouse
brain, made at several developmental stages using
in situ hybridization and transgenic mouse
technigues, coupled with information on gene
expression. GENSAT is a collaborative project
sponsored by the National Institute of Meurological
Disorders and Stroke (MINDS). More..
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”You San new use Entrez Eo search for
B - AL,

» Assembly Archive

» Clusters of
arthalageus groups

» Coffee Break,
Genes 2 Dissase,
NCBI Handbook
» Electronic PCR
» Entrez Horme

» Entrez Tools

» Gene expression
amnibus (GEO)

» Human genome
resources

http://www.ncbi.nlm.nih.gov ‘W 4
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Tnformation centered on the concept of a
gene, and connect to many sources of related
information both within and outside NCBI,

PubMed,
OMIM,
Books, and
PubMed
Central

PubMed Central
An archive of life sciences journals
#® Free fulltext

Ower 300,000 articles from over 150 journals
® Linked to PubMed and fully searchable

Use of PubM ed Central recuires no registration or fee
ccess it from any computer with an Internet connection

NCBI News

Sprl&oozl MNews available online

Sequences,
structures,
and taxonomy

&N o b
The human
genome,
whole
genomes,
and related
resources
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» LocusLink

» Malaria genetice &
genomics

» Map Viewer
» dbHC

» Mouse genome
resources
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» Rat genome
resources

» Reference
sequence project

» Retrovirus
resources

» SAGEmap

» SIKY/CGH
databace

» Trace archive
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Entrez is the integrated, text-based search and
retrieval systern used at NCBI for the major
databases, including PubMed, Nucleotide and
Protein Sequences, Protein Structures, Complete
Genomes, Taxonomy, and others. Click on the
graphic below for a more detailed view of Entrez
integration.
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Strusture Fric

Clear | current records only
History Clipboard Details

Congider use of the limi
Remember, boolean operal

nd preview/index functions.
{AND, OR, NOT) must be in uppercase.

Gene Backzround

Gene provides a unified query envir
Wievrer. You can query on names, sym
numbers, E.C. numbers, and many other al
encode.

ent for genes defined by sequence and/or in NCEI's Map
s, accessions, publications, GO terms, chromosome
ibutes associated with genes and the products they

Because Gene is now an Entrez database, all the familiar and useful functions are now available,
including Preview/Index, History, and LinkOut.

Please note: Entrez Gene is under active development. We welcome your guggestions. We have
also added a choice in our Feedback/Corrections form for suggestions; both paths reach the same
staff.

Getting started Sample queries
Look for genes by name part and transporter AND (" Drosophila melanogaster"[oren] OR "hius
multiple species tousculus'[orgn]l  more...

Look for genes by chromosome

(II[chr] OR Z[chi]) AND adh*[svm] more...
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Search |S=e =l for |57 Clear | current records only

Limits Preview/index History Clipboard Details
Diply [Sommary 5 ghew [20 =] Sedis [Tor 5]
I 1: BRCAZ Links

breast cancer 2, early onset [ Homo sapiens)]

Other Aliases: HGNC:1101, FACD, FAD, FADL, FANCB, FANCD, FANCDL
Other Designations: Fanconi anemia, complementation group D1
Chromosome: 13; Location: 13q12.3

GenelD: 675
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™ 1: BRCAZ breast cancer 2, early onset [~omo sapresns) Links
GenelD: 675 Locus tag: HGNC:1101: MIk: 600185 updated 22-Nowv 2004
Transcripts and products: Reffeq below =
HC_000012
1727017 b [ stemioas b
nn_oonnss’ uo_nnnos
B - codins resion B - untranslubed resion

Genomic context: chromosome: 13; Maps: 13gl2.3

[sis18972 [EEUTEETS

Loc1aesas 1scomATs TrITiE Pranps
erenz —

Gene type: protein coding

Gene name: BRCAZ2

Gene description: breast cancer 2, sarly onset

RefSeq status: Reviewed

Organism: Homo sapiors

Lineage: Sukaryota; Metazoa; Chordata; Craniata; Vertebrata; Buteteostoms; Mamymafia; Butheria,

Primates; Camrimi; Hominidae; Homo

Gene aliases: FAD; FACD; FADL; FANCE; FANCD; FANCDL

Summary: Mutations in BRCAL and BRCAZ have been linked to an elevated risk of young onset

breast cancer which has been demonstrated to be due to the inheritance of dominant susceptibility

genes conferring a high risk of the disease. Unlike BRCAL, BRCAZ has not been linked to ovarian

cancer. ¥While BERCAL mutations are typically microinsertions and point mutations, ERCAZ

mutations are typically microdeletions. BRTAZ putatively functions as a tumor suppressor gene,

howevwer, its exact function has not been well characterized. The similarity of, and functional

. =
Y
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» Bibliography: Gene References into Function (GeneRIF):  Submit help =
Pubhded links

GeneRIFs:

1. Founder mutations are present within the Scottish/Northemn Iish population and have  PubMed
implications for the organisation of molecular screening services.

2. Results suggest that BRCAZ expression levels are regulated by ubiquitination in Publded

response to DN A damage and that USP11 participates in DN A damage repair functions
within the BRCAZ pathway independently of BRCAZ deubiquitination.

3. Identification and evaluation of 55 genetic variations in the BRCA1 and the B
genes of patients from 50 Japanese breast cancer families

4. results demonstrate that monoubiquitination of FANCDZ, which ig
pathway, promotes BRCAZ loading into chromatin complexes.
be required for normal homology directed DN A repair.
5. BRCAZ mutaticns could not be detected among un
risk families in Israsl.

PubMed

ated by the FA  Publded
= complexes appear to

ated non-Ashkenazi-lewish high FubMed

6. Cancer variation associated with the position of the mutation in the BRCAZ gene in 7 Publhded
different neoplasms and the differences in cancer risk remain to be explored.
7. RADS1D polymorphism is not associated with BRCAL or 2 genes in breast cancer. Publded

8. BRCA mutations were present in 12.7% of the high risk patients, compared with 2.8% Pubhded
of the unselected patients.

9. The remarkable clinical overlap between sporadic EMSY amplification and familial Publded
BRCAZ deletion implicates a BRCAZ pathway in sporadic breast and ovarian cancer.

10. identified & children in 5 kindreds exhibiting the co-occurrence of BRCAZ mutations,  Pubied
F4, and early onset acute leukemia

11., BRCAZ is epistatic to FA genes for [CL tepair, but not for damage-induced Publed
modification of FANCDZ and may act downstream form FANCD2.

12. Allelic loss at the BRC AZ locus may be of use as a negative predictor for metastases- FubiMed
free and overall survival in breast cancer patients.

13. Our results suggest that there is a field effect of early zenetic events preceding Pubhded
morphologic changes in the mammary glands of ERCA mutation carriers. ~
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National

Lil
of Medicine

Limits Preview/index History Cliphoard Details
Display |[Surarnasy =1 show [20 =] [Sert =] Sendto |[Text =l
I~ 1: Scheenfeld AR, fpgar 8, Delies G, Wang B, Aaronson S8, Related Articles, Links

BRC A2 is ubiquitinated in vivo and interacts with USP11, a deubiquitinating enzyme that
exhibits prosurvival function in the cellular response to DN A damage.
Mol Cell Biol. 2004 Sep:3d(17):7444-55.
FRID: 15314155 [Publvied - indexed for MEDLINE]
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National

Limits Preview/index Histary Clipboard Details
Display [ Abstact =l Show |10 =] [Soxt =] | Sendto |[Text Bl
I~ 1: Mol Cell Biol. 2004 Sep;24(17):7444 55, Related Atticles, Links

in ¥ivo and interacts with USP11, a
deubiquitinating enzyme t cxhibits prosurvival function in the cellular

response to DINA damage.
Schoenfeld AR, Apgar S, Dolios G, ng R, Aaronson SA.

Derald H. Ruttenberg Cancer Center, Mount Sind
Place, Box 1130, Mew York, NY 10029, USA.

chool of Medicine, One Gustave L. Lewy

Individuals carrving a germ line mutation of the breast cancer susceptibility gene BRCAZ are
predisposed to breast, ovarian, and other types of cancer. The BRCAZ protein has been
proposed to function in the repair of DN & double-strand breaks. Using an
immunopurification-mass spectrometry approach to identify novel proteins that associate with
the BRCAZ gene product, we found that a deubiquitinating enzyme, USP11, formed specific
complexes with ERCAZ. Moreover, BRCAZ was constitutively ubiquitinated in vivo in the
absence of detectable proteasomal degradation. Mitomycin C (MMC) led to decreased BRCAZ

W
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MCB Molecular and [FREE Back Issues
Cellular Biology (new after 6 months)

[ome B hir I recooack Bsusscriptions | arcarve L scarc ] rasic oF convens)

Institution: Life Science Library / ia Sinica Sian In 55 Member

Molecnlar and Cellular Biology, Septernber 2004, p. 74d4-7455, ol. 24, Mo, 17 TR
C2PO-TI06M4/308 0040 DOT: 10.1128MCE.24.17. 7144-7455.2004 el
Copyright © 2004, Araerican Socisty for Microbiology. A1l Rights Reserved b Absteact rmee

} Eull Text (BDEY

BRCAZ Is Ubiquitinated In Vivo and Interacts with | flectmewmbenthis acticle i cited

b Alert me if a correction is posted
USP11, a Deubiquitinating Enzyme That Exhibits
Prosurvival Function in the Cellular Response to
DNA Damage

Alan R. Schoenfeld,! Sarah Apgar,! Georgia Dolios,? Rong Wang,? and

Stuart A. Aaronson'®
} PubMed Gitation

Derald H. Ruttenberg Cancer Cen(er,l Department of Human Genetice, Mount Sinai ¥ Articles by Schoenfeld, A. R.

school of Medicine, New York, Mew York? ¥ swucles by aroncon. 5. A

Received 16 January 2004/ Returned for medification 3 March 2004/ Accepted 3 June 2004

» ABSTRACT

Individuals carrving a germ line mutation of the breast cancer susceptibility gene ZRCAZ are = Abstract |
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MAICS to SIC
SIC to NAICS
North American Industry
334

2 .
NAIZS Search Classification System
(NAICS)

How NAICS

affects data N H I CS The North American Industry Classification |
users System (NAICS) has replaced the U.S. Standard

New industries Industrial Classification (SIC) system. NAICS

New sectors will reshape the way we view our changing

New code ECONOITY.

system

Benefits = NAICS was developed jointly by the 11.S., Canada,

Breaks in time and Mexico to provide new comparability in

series statistics about business activity across North
America.
Implementation
Census Bureau . o PR B
BEA s NAICS 2002 includes substantial revisions within
h Federal

BLS 2" the Construction and Wholesale Trade sectors, and Rewi
e - A s egister
Other agencies a mumber of revisions for the Retail and notice

Information sectors. NAICS 2002 will be describin
Product implemented in the 2002 Economic Census. 2

nranoeed -

http://www.census.gov W . d
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NAICS
Index Code 2002 U.S. NATICS Title
entry ———
2002|1997

334 334 Computer and Electronic Product Manufacturing
3341 3341 Computer and Peripheral Equipment Wanufacturing | |
33411 33411 Computer and Peripheral Equipment Manufacturing
334111 334111 Electronic Computer Manufacturing
334112 334112 Computer Storage Device Mamufacturing
334113 334113 | Computer Terminal Manufacturing
334119 334119 Other Computer Peripheral Equipment Manufacturing
3342 3342 Communications Equipment Manufacturing
33421 33421 Telephone Apparatus Manufacturing
334210 334210 | Telephone Apparatus Manufacturing
33422 33422 gggiig;neﬁtT;[l:Xisfi;Tu]?;?gadcasting and Wireless Communications
334220 334220 EggiignineﬁtThil:;isfi;Tu]?;?gadcastirlg and Wireless Communications
33429 33429 Other Communications Equipment Manufacturing
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Integrated Taxonomic
Information System
What's New elcome to ITIS, the Integrated Taxonomic Information Systermn! Here you will find authoritative
taxonomic information on plants, animals, fungi, and microbes of Morth America and the
About ITIS weorld. WWe are @ partnership of U.S., Canadian, and Mexican agencies (TIS-North America);
ather arganizations; and texanomic specialists. ITIS is also a partner of Species 2000 and the
Data Access Slobal Biodiversity Infarmmation Facility (GHIF
Submit Data
Taols Quick search om:

& AnyrMame or TSN* ¢ Common Name © Scientific Nams © TN
in:[every =] wingdom [comtaining =] [aeeties

* Taxsnamic Serial Number (TSN)

TRED

5o to ndvsnesd Search and meport

Last Updated: 20-£ug-2003
Brivsey stabemert snd dizelsimers
S A —

http://www.it is.usda.gov/
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e Tools Comment

Kingdom Animalia
arnbrosia bectles - Farily: Scolytidas — valid
anabiid beetles - Family: Anabildae - valid

antlike flower heetles - Family: Anthicidae — valid

antlike [eafbeetles - Family: Euglenidae -- valid

Family: Scydmaenidae -- valid

Family: Artematopidae - valid
idae - valid

ark-gnawing beetles —- Farni ositidae - valid
Crder Colenptera - valid
ecs beetles -- Family: Passalidae - valid
hlister beetles — Family: Meloidae — valid
burrowing water heetles -- Family: Moteridae Regimbart, 1
callirhipid beetles -- Family: Gallithipidae -- valid

carrion heetles -- Family: Silphidae -- valid

cebrionid beetles - Family: Cebrionidae — valid

cedar beetles -- Family: Rhipiceridae — valid

cerophtid beeties - Farily: Ceraphytidas — valid
cervlonid beetles — Family: Cerylanidae —- valid

checkered beetles - Family: Cleridae — walid

chelonarid heetles -- Family. Chelonariidae - walid

click beetles -- Family: Elateridae - valid

comb-clawed beetles -- Family: Allsculidae - valid
cravsling water beetles - Family: Hali Latreille, 1802 - valid B
cylindrical bark beetles — Family: Colydiidae - valid

darkling beetles — Family: Tenebrionidae — valid
dasveerid beetles —- Family: Dasyeeridae - valid
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Artematopidae =

Taxonomic Serial Mo. 114281

Taxonomy and Nomenclature

Kingdom: Animalia
Taxonomic Rank: Famity

Synonymis)

Commen Name(s): artemnatopid heetles

Taxonomic Statu:

Current Standing valig

Data Quality In:

Record Credibility Rating unverified

lobal Species Completeness:  unknown | |
Latest Record Review: unknown

Taxonomic Hierarch

Kingdom Animalia -- Animal, animals, animaux
Phylum arhropada -- arthropodes, afthropods, Atrépode
Subphylum Hexapoda - hexapods
Class Insecta -- hexapoda, insectes, insects, inseto

Subclass Pterygota - insects ailés, winged ins
Infraclass Heoptera — rmaodern, wing-falding insects
rder Coleoptera — beetles, besoura, coléoptéres
Suborder Eolyphadga
Superfamily Dryopaidea
Family Anematopidae -- artematopid beetles

Genus
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References

Expert(s):
Expert

Notes:
Reference for:

Other Sourceis):

Source MODC Taxonomic Code, database (version 8.0)
Acquired 1396

MNotes:

Reference for: artemnatopid heetles

Publication{s):
Authar(sWEditarts)
Fublication Date
ArticleiChapter Title:
JournalfBook Mame, Wal. Mo
Page(s)

Puklisher.
Publication Place:
ISBMASSN:

Notes:

Reference Tar

Geographic Information
Geographic Division: -

JurisdictioniOrigi

Comment:

®
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Notes
Reference far:
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Geographic Information

Geograpl

Division:

Jurisdiction/Origin:

Comment:

nformation Fa

Retrieve biological records and collection information from GBIF:

884 recordis) 584 records(s) with coardinates
Dynamic ma
['Q
Search on: & any me or TSk © common Name © scientific Name © TSM
in: [every =l wingdom [Nontaining =] | Search

G to ndusnesd Search snd Report

Date Generated
Wisd Maw 24 2004 01567117 ST




war - Linking Organism Names to
Taxonomic Records®

EESE-SHAED

war - Linking Organism Names to
Taxonomic Records’

s NERAE= e e JEREE = B )




k [ ] [J [
war - Linking Organism Names to
Taxonomic Records®

e A EmSIE-SEHA-ED

Retrieve biological records and collection information from GBIF:
£84 recordis):; 884 record with coordinates
Dynaric manp.

Search on: & Any Mame or TSN \:Emmnn MName  Scientific Name < TSN

in: [every =l wingdom [containing =] | Search

G to ndusnesd Search snd Report

Date Generated
Wisd Maw 24 2004 01567117 ST

\ [ ] [J [
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Frr GBS SHED | = - = =]
| =

HOME | GBIF | BROW/SE TAXONOMY | SEARCH | DATA PRO¥IDERS | COUNTRIES | DATA USE

Prototyp:)dlﬁ;al i
Global Bic ity Information-Facility

Family: Artematopidae

Specimensfiobservations
Including records fram: Gosta Rica

Service Resource an Lationg
INBio (200.91.91.10a) Bindiversidad de Costa Rica g4 & 224 & @
Total as1 + B ag1 &+ B

Cortact info_|_webmaster
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http://authorities.loc.gov
http://catalog.loc.gov/
http://virtua.lib.tku.edu.tw

http://www.lib.ntu.edu.tw/catalog/webpac/
webpac.asp
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